Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.062; wR factor = 0.177; data-to-parameter ratio = 15.6.
In the title compound, C 13 H 22 N 2 O 2 , both the six-membered ring and the seven-membered lactam ring adopt chair conformations. In the crystal, molecules are linked by pairs of N-HÁ Á ÁO hydrogen bonds between inversion-related lactam rings into centrosymmetric dimers with an R 2 2 (8) graph-set motif. Further N-HÁ Á ÁO hydrogen bonds link the molecules into [100] chains.
Related literature
For background information on 3-(acylamino)azepan-2-ones, see : Fox et al. (2009) ; Grainger & Fox (2006) . For a related crystal structure, see: Zhu et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Fig. 1 , is a 3-(acylamino)azepan-2-one, a series of compounds that are broad spectrum chemokine inhibitors and act as stable, orally available powerful anti-inflammatory agents (Fox et al., 2009; Grainger et al., 2006) . We report herein the synthesis and crystal structure of the title compound (I).
In the crystal structure, molecules are linked by pairs of N-H···O hydrogen bonds between inversion-related lactam rings into centrosymmetric dimers with an R 2 2 (8) graph-set motif (see Fig. 2 ).
3-amino-caprolactam hydro-pyrrolidine-5-carboxylate (5 mmol) and Na 2 CO 3 (15 mmol) in water (25 ml) were added to a solution of cyclohexanecarbonyl chloride (5 mmol) in CH 2 Cl 2 (25 ml) at room temperature and the reaction was stirred for 12 h. The organic layer was then separated and the aqueous phase was extracted with additional CH 2 Cl 2 (2 × 25 ml).
The combined organic layers were dried over Na 2 CO 3 and reduced in vacuo. The residue was purified by recrystallization from EtOAc / hexane to give the title compound (540 mg, 45% yield). (Grainger et al., 2006) . Crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of an ethanol solution.
Refinement
All H atoms were positioned geometrically and refined using a riding model, with C-H = 0.98 and 0.97 Å, for methine and methylene H-atoms, and N-H = 0.86 Å, for amido H-atoms, respectively. The U iso (H) were allowed at 1.2U eq (C). (Enraf-Nonius, 1989 ); cell refinement: CAD-4 EXPRESS (Enraf-Nonius, 1989 ); data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008);  program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: PLATON (Spek, 2009 The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Data collection: CAD-4 EXPRESS
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
